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ediction of T Cell and B Cell Epitope helps in the Pharmaceuticals
es:gning the drug‘according to the diseases.

0 helps in the sequence analysis of the pathogens. So this helps in
‘dentiﬁcation, which is caused by the pathogen.

?brediction of T Cell and B Cell Epitope is carried out, by using the

tein Sequence from the protein database.

sequences of viral protein were obtained from the protein databases
SWISSPROT and NCBI,

The sequence analysed were Baculoviral protein 5 Isoform (4), Hepatitis
(5), Human Immuno Virus (3), Simian Immuno Virus (3), Papillomavirus (2),
ov Us (4), Caprine Encephalit:is (1), Mouse Cytomegalovirus (1), Theiler's

E ephalomyelitis (1), Murine Thymoma Viral Oncogene (1). Out of these




k’n Immuno Virus) viral sequence did not show
the ‘v‘i‘rus showed antigenic index. This results

ating specific immune response against the virus

rn sequences were subjected to identification of T Cell
using the DNASTAR tool.

which ﬁas been collected, were subjected to the analysis
1 Rand the analysed sequences were viewed in Protean
AR to get the Protein structure and the Antigenic Index.

h gave the entire contents of the protein sequence, in the
the Antigenic Index (Jameson-Wolf), by which the Epitopes
>quences, 24 sequences show Antigenic Index (Epitope) and 1

: ‘(‘)té:in, SIV) posed negative for Antigenic Index (Epitope)

‘ds: T Cell and B Cell - Epitope Prediction — DNASTAR — EditSeq




